X-ray Experimental for C 26 H 22 N 4 : Crystals grew as colorless laths by slow diffusion of hexane into a dichloromethane solution of 1. The data crystal was cut from a larger crystal and had approximate dimensions; 0.34 × 0.18 × 0.10 mm. The data were collected at −133 °C on a Nonius Kappa CCD diffractometer using a Bruker AXS Apex II detector and a graphite monochromator with MoKα radiation (λ = 0.71073Å). Reduced temperatures were maintained by use of an Oxford Cryosystems 600 low-temperature device. A total of 2315 frames of data were collected using ω and ϕ-scans with a scan range of 0.6 ° and a counting time of 15 seconds per frame. Details of crystal data, data collection and structure refinement are listed in Table 1 in the manuscript. Data reduction were performed using SAINT V8.27B.
. 7 All figures were generated using SHELXTL/PC.
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Compound 3.
X-ray Experimental for C 42 H 30 N 4 ·½CH 2 Cl 2 : Crystals grew as brownish prisms by slow diffusion of hexane into a dichloromethane solution of 3. The data crystal was cut from a larger crystal and had approximate dimensions; 0.38 × 0.21 × 0.13 mm. The data were collected on a Rigaku ACF-12 with a Saturn 724+ CCD using a graphite monochromator with MoKα radiation (λ = 0.71075Å). A total of 564 frames of data were collected using ω-scans with a scan range of 1 ° and a counting time of 30 seconds per frame. The data were collected at −173 °C using a Rigaku XStream low temperature device. Details of crystal data, data collection and structure refinement are listed in Table 1 in the manuscript. Data reduction were performed using the Rigaku Americas Corporation's Crystal Clear version 1.40. 10 The structure was solved by direct methods using SIR97 2 and refined by full-matrix least-squares on F 2 with anisotropic displacement parameters for the non-H atoms using SHELXL-97.
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A molecule of dichloromethane was disordered around a crystallographic inversion center at 0,0,0.
Attempts to model the disorder were unsatisfactory. The contributions to the scattering factors due to these solvent molecules were removed by use of the utility SQUEEZE 12 in PLATON98. 4 Structure analysis was aided by use of the programs PLATON98 as incorporated into WinGX. 5 The hydrogen atoms on carbon were calculated in ideal positions with isotropic displacement parameters set to diffractometer with a Saturn 724+ CCD using a graphite monochromator with MoKα radiation (λ = 0.71073Å). A total of 1872 frames of data were collected using ω-scans with a scan range of 0.5 ° and a counting time of 25 seconds per frame. The data were collected at −120 °C using an Oxford Cryostream low temperature device. Details of crystal data, data collection and structure refinement are listed in Table 1 in the manuscript. Data reduction were performed using the Rigaku Americas Corporation's Crystal Clear version 1.40. 10 The structure was solved by direct methods using SIR97 2 and refined by full-matrix least-squares on F 2 with anisotropic displacement parameters for the non-H atoms using SHELXL-97. 3 Structure analysis was aided by use of the programs PLATON98 4 and WinGX.
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The hydrogen atoms on carbon were calculated in ideal positions with isotropic displacement parameters set to 1.2xUeq of the attached atom (1.5xUeq for methyl hydrogen atoms).
One of the perchlorate anions was disordered. The disorder was modeled by assigning the variable x to the site occupancy for one component of the disordered anion and (1−x) to the site occupancy for the alternate component. The displacement parameters for the oxygen atoms of both components were constrained to be equal while refining x. A separate constraint was applied to the displacement S6 parameters for the Cl atoms. The geometry of the two anions was restrained to be equivalent throughout the refinement process. In this way, the major component of the disorder consisting of atoms, O1, O2, O3, O4 and Cl1 had a site occupancy of 73 (2) 
